Eukaryotic initiation factor 4A (eIF-4A) is one of the factors required for the binding of mRNA to 40S ribosomal subunits (1). Nielsen et al. have reported a mouse eIF-4A cDNA encoding a protein of 390 arnino acid residues (2). Subsequently they have cloned two genes encoding eIF-4A variants (eIF-4AI and eIF-4AII) whose arnino acid sequences are 91% identical (3). The genes encoding the two proteins are differentially expressed in various tissues. The previous cDNA corresponds to eIF-4AI. The genomic DNA corresponding to eIF-4AI has also been cloned and sequenced by Reddy et al. (4) . The eIF-4AI gene reconstituted from the exons encodes a protein of 406 amino acid residues which has a longer N-terminal sequence than one encoded by the cDNA. This discrepancy was explained by the artifact of the 5'-terminal sequence of the cDNA (3).
We obtained a cDNA clone encoding a eIF-4AI-like protein
97,400-69,000-46,000-30,000-21,500-14,300- The nucleotide sequence of this cDNA shows 92.7% similarity to that of mouse eIF-4AI gene within the coding sequence, while the amino acid sequences of the two proteins are identical. The amino acid sequence of rabbit eIF-4A (5) is also identical with them. The nucleotide sequence of 5'-terminal region of the cDNA was compared with that of the first exon region of mouse eIF-4 Al gene (Figure 2 ). The human cDNA seems to start at position 4 from the CAP site. Our result of in vitro translation confirms that eIF-4AI encodes a protein of 406 amino acid residues, not 390 estimated from the mouse cDNA. These results suggest that the obtained clone contains a near-full-length cDNA encoding human eIF-4AI and the amino acid sequence of eIF-4 Al has been strongly conserved in evolution. 
